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nt: SEQ ID NO: 1 
aa: SEQ ID NO: 3 



M T D A L L 6 

tc cgc gcc cgc gcc get age ATG ACC GAC GCG CTG TTG 38 

PAAPQPLEKENDG 19 

CCC GCG GCC CCC CAG CCG CTG GAG AAG GAG AAC GAC GGC 77 

YFRKG CNPLAQTG 32 

TAC TTT CGG AAG GGC TGT AAT CCC CTT GCA CAA ACC GGC 116 

RSKLQNQRAALNQ 45 

CGG AGT AAA TTG CAG AAT CAA AGA GCT GCT TTG AAT CAG 155 

QILKAVRMRIGAE 58 

CAG ATC CTG AAA GCC GTG CGG ATG AGG ATC GGA GCG GAA 194 

NLLKVATNS KVRE 71 

AAC CTT CTG AAA GTG GCC ACA AAC TCA AAG GTG CGG GAG 233 

QVRLELSFVNSDL 84 

CAA GTG CGG CTG GAG CTG AGC TTC GTC AAC TCA GAC CTG 272 

QMLKEELEGLNIS 97 

CAG ATG CTC AAG GAA GAG CTG GAG GGG CTG AAC ATC TCG 311 

VGVY QNTEEAF T I 110 

GTG GGC GTC TAT CAG AAC ACA GAG GAG GCA TTT ACG ATT 350 

PLIPLGLKETKDV 124 

CCC CTG ATT CCT CTT GGC CTG AAG GAA ACG AAA GAC GTC 389 

DFAVVLKDFILEH 137 

GAC TTT GCA GTC GTC CTC AAG GAT TTT ATC CTG GAA CAT 428 

YSEDGYLYEDEIA 150 

TAC AGT GAA GAT GGC TAT TTA TAT GAA GAT GAA ATT GCA 467 

DLMDLRQACRTPS 163 

GAT CTT ATG GAT CTG AGA CAA GCT TGT CGG ACG CCT AGC 506 



FIG. 3A 
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PGTDLDHQEKCLS 383 

CCA GGC ACG GAT CTG GAC CAC CAG GAG AAG TGC CTG TCC 1169 

QLYDH MPEGLTPL 396 

CAG CTC TAC GAC CAC ATG CCA GAG GGG CTG ACA CCC TTG 1208 

ATLKNDQQRRQLG 409 

GCC ACA CTG AAG AAT GAT CAG CAG CGC CGA CAG CTG GGG 1247 

KSHLRRAMAHHEE 422 

AAG TCC CAC TTG CGC AGA GCC ATG GCT CAT CAC GAG GAG 1286 

SVREASLCKKLRS 435 

TCG GTG CGG GAG GCA AGC CTC TGC AAG AAG CTG CGG AGC 1325 

IEVLQKVLCAAQE 448 

ATT GAG GTG CTA CAG AAG GTG CTG TGT GCC GCA CAG GAA 1364 

RSRLTYAQHQEED 461 

CGC TCC CGG CTC ACG TAC GCC CAG CAC CAG GAG GAG GAT 1403 

DLLNL IDAPSVVA 474 

GAC CTG CTG AAC CTG ATC GAC GCC CCC AGT GTT GTT GCT 1442 

KTEQEVDIILPQF 487 

AAA ACT GAG CAA GAG GTT GAC ATT ATA TTG CCC CAG TTC 1481 

SKLTVTDFFQKLG 500 

TCC AAG CTG ACA GTC ACG GAC TTC TTC CAG AAG CTG GGC 1520 

PLSVFSANKRWT P 513 

CCC TTA TCT GTG TTT TCG GCT AAC AAG CGG TGG ACG CCT 1559 

PRSIRFTAEEGDL 526 

CCT CGA AGC ATC CGC TTC ACT GCA GAA GAA GGG GAC TTG 1598 

GFTLRGNAPVQVH 539 

GGG TTC ACC TTG AGA GGG AAC GCC CCC GTT CAG GTT CAC 1637 

FLDPYCSASVAGA 552 

TTC CTG GAT CCT TAC TGC TCT GCC TCG GTG GCA GGA GCC 1676 



REGDYIVSIQLVD 565 

CGG GAA GGA GAT TAT ATT GTC TCC ATT CAG CTT GTG GAT 1715 

CKWLTLSEVMKLL 578 

TGT AAG TGG CTG ACG CTG AGT GAG GTT ATG AAG CTG CTG 1754 



FIG. 3C 
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